
You can use “lifelines” library to do some survival analysys: 

 
When your data is structured like this: 

 
You can make your own color palette! 

 

 
And fit the data to Kaplan-Meier curves: 

 

https://en.wikipedia.org/wiki/Kaplan%E2%80%93Meier_estimator


 
You can also compare these curves pairwise using the log-rank test to see if they are significantly different: 

 

 
 
And use the Benjamini-Hochberg method for false discovery rate:  

https://en.wikipedia.org/wiki/Logrank_test
https://doi.org/10.1111/j.2517-6161.1995.tb02031.x
https://en.wikipedia.org/wiki/False_discovery_rate


 

 
 
 
Conditional formatting can be applied to the p-values to display them clearly, and the same CLD method can be applied to show 
significant differences between survival functions: 

 
 
Now, if we go deeper with the analysis, we will find this: 



 



 
There is no need to run any analysis to see that mortality and sporulation (an irrefutable sign that mortality is linked to treatment) 
respond to two different distributions: while “sporulation” seems to respond to a normal distribution, mortality seems to be more 
linked to a constant. 
In light of this, and according to the theory of survival analysis, the lifelines library gives us the possibility of “assigning different 
weights” to mortality at each time: 

but this is work 
for another day… 
 

https://doi.org/10.1007/978-1-4419-6646-9

